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Variation of bacterial dominated population abundance in Meiliang Bay, Lake Taihu,
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Abstract. FISH was used to analyze the abundance of dominated bacteria population in Meiliang Bay of Lake Taihu in winter and
summer in 2008. The four dominated bacteria population (a-proteobacteria, B-proteobacteria , y-proteobacteria , Bacteroidetes) were
analyzed by in situ hybridization with specific fluorescently (FITC) labeled rRNA-targeted oligonucleotide probes in the test. The
results indicated ; (D The proportion of each of the four dominated species in the total number of bacteria was all significantly higher
in winter than that in summer( P <0.01) ; ) the abundance of a-proteobacteria rose notably with the increase of TP concentration
(R*=0.860, P<0.01); 3 there was ascending trend in the abundance of bacteria along with the increase of Chl. a concentra-
tion, especially that of y-proteobacteria was more remarkable than the others ( R? =0.857, P <0.01) ; @ the abundance of bacte-
ria population, especially for Bacteroidetes, was also influenced by PO}~ concentration (R*> =0.733, P <0.05).
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Fig. 1 The sampling site of Lake Taihu
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Tab. 1 The variations of water physical and chemical parameters during the experiment

I i) TP(mg/L)  TN(mg/L) TDP(mg/L) TDN(mg/L) Chla(pg/L) PO} (mg/L)  SS(mg/L)
&7 1 f 0.103 3.387 0. 042 2.960 11.05 0.008 56.24
2 A 0.145 5.288 0. 090 4.690 51.34 0.005 19. 68
3A 0.108 5.847 0.076 5.630 13.28 0.020 14.08
P +SE 0.119 £0.013 4.841 =0.744 0.069 £0.014 4.427 £0.782 25.22 =13.07 0.011 £0.005 30.00 +13.22
HE 7 H 0.176 2.878 0.033 0.780 113.83 0.005 42.20
8 A 0.260 2.625 0.048 0. 650 102.30 0. 005 83.20
9 A 0.183 2.451 0.061 0.950 42.41 0.032 58.56

B +SE 0.206 £0.027 2.651 £0.124 0.047 £0.008 0.793 £0.087 86.18 £22.13 0.014 £0.009 61.32 £11.92
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Fig. 2 The variation of Chl. a concentration and dominated

bacterial abundance during the period of experiments
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Tab. 2 The relationship between dominant bacteria and the concentration of nutrient and Chl. a

- SRHL I
EIICEES ;
TN TP PO~ Chl. a L
a-proteobacteria 0.459 0.860 ** 0.121 0.599 0.544
B-proteobacteria 0.001 0.001 0.346 0.028 0.152
y-proteobacteria 0.183 0.527 0.530 0.857* 0.347
Bacteroidetes 0.002 0.009 0.733* 0.019 0.169

w EHEKE R 0.05; ¢ FEHKTH0.01; HFHHERE(RY).
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