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ARDRA analysis of Bacillus spp. isolated from Lake Dianchi and their algae-lytic effect
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Abstract: A total of 28 Bacillius strains isolated from Lake Dianchi were classified by amplified rDNA restriction analysis (ARDRA)
on their 16SrDNA through restriction digestion by A/ul. Our data showed that all strains isolated could be classified into 5
Operational Taxonomic Units (OUT), and OTUS was the dominant one, including 14 species. The lytic effects of all strains on
Microcystis aeruginosa and Anabaena flos—aquae were studied, and 6 strains in OTUS5 showed much stronger activity than others.
The supernatant of 4 strains in OTUS exhibited lytic function at almost the same strong level as their corresponding whole broth,
which indicated that extracellular lytic substance produced by Bacillus cells could have lytic effects on algae.
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Fig.3 The lytic effect of broth supernatant effect of 4 strains in OTUS
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