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Abstract: The internal transcribed spacer 1 (ITS-1) was amplified from Hyriopsis cumingii in the five large lakes of China: Lake
Poyang, Lake Dongting, Lake Taihu, Lake Chaohu and Lake Hongze, and 430bp lengths of homological fragments of the ITS-1 was
sequenced from 78 individuals of ten stocks. The homological fragment analysis showed that the average contents of G+C were
obviously higher than that of A+T. The nucleotide diversity of ITS of Lake Poyang was the highest, while that of Lake Chaohu was
the lowest. The genetic distances among the six stocks from Lake Poyang were very near, which was from 0.0071 to 0.0092. The
genetic distance among the five stocks from five large lakes were relatively far, which was from 0.0752 to 0.1381. The phylogenetic
tree of ITS-1 built with MEGA 3.1 showed that the six stocks from Lake Poyang clustered together independently, and had a relative
closer relationship with Lake Chaohu. The phylogenetic relationship between Lake Dongting and Lake Hongze was relatively close
and clustered independently. The stocks of Lake Taihu was an independent one, which diverged from those of Lake Pongyang and
Chaohu.
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Fig.1 PCR products for ITS-1 of ten stocks of Hyriopsis cumingii
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Tab.1 Base compositions of ITS-1 fragments of different Hyriopsis cumingii stocks

BER AMAEL % C% A% G% G+C%
PY 10 212 29.5 232 26.2 55.7
CH 8 21.1 29.6 23.1 26.2 55.8
DT 8 21.2 29.3 23.4 26.1 55.4
HZ 7 213 29.2 232 26.3 55.5
TH 10 21.2 29.4 23.2 26.2 55.5
Avg 8 21.3 29.4 232 26.2 55.5
PIX 10 21.2 29.5 23.2 26.2 55.7
PDC 7 21.2 29.5 23.1 26.1 55.6
PHK 9 21.3 29.4 23.2 26.1 55.5
PYG 6 212 29.5 23.1 26.2 55.7
PYX 7 21.1 293 23.3 26.1 55.4
PZH 6 21.3 29.3 23.1 26.2 55.5
Avg 7 21.2 29.4 23.2 26.1 55.6
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Tab.2 Summary of genetic diversity of different Hyriopsis cumingii stocks
REA MEE(n) ZBNE(S) FEHBRTREFIEK B HREFEEEREP)
PY 10 55 14.067 0.12868 +0.13750
CH 8 33 7.333 0.03346 + 0.05754
DT 8 51 12.133 0.10636 + 0.14435
HZ 7 35 7.467 0.04271 +0.03361
TH 10 48 11.689 0.08085 + 0.07537
PJX 10 55 14.067 0.12868 +0.13750
PDC 7 60 16.267 0.16186+ 0.12651
PHK 9 57 15.089 0.14953 +£0.14341
PYG 6 54 14.054 0.11841+0.14651
PYX 7 59 16.112 0.15736 + 0.16047
PZH 6 55 14.223 0.12085+ 0.14047
3 EBBHHIY 6 FEAA 1] (1 RH T 382 A2 1 25 Fst 1% 0 L AR 5L Fse*
Tab.3 Comparative genetic distance and fixation indices among six stocks of
Hyriopsis cumingii from Lake Poyang
PJX PDC PYX PYG PZH PHK
PJX Ak 0.06362 0.05772 0.07665 0.05583 0.08998
PDC 0.0082 HoAk 0.05296 -0.07952 0.02989 -0.08073
PYX 0.0072 0.0091 ook -0.0008 -0.11963 0.05596
PYG 0.0081 0.0083 0.0091 ook -0.02913 -0.09252
PZH 0.0071 0.0081 0.0072 0.0083 oAk 0.02971
PHK 0.0090 0.0081 0.0072 0.0082 0.0092 Hak

s RN IR ARIE RS, XL b gL iR R Fst.

F 4 TORWIIA] 5 TEAR AR BAL B B Fs A2 7 A i K Fsrt

Tab.4 Comparative genetic distance and fixation indices among five stocks of Hyriopsis cumingii

from the five freshwater lakes of China
PY CH DT HZ TH
PY Hkk 0.10850 0.40660 0.21374 0.13980
CH 0.0752 ok 0.53913 0.34195 0.20698
DT 0.1352 0.1202 Hork 0.08832 0.50906
HZ 0.1271 0.1273 0.1021 *okx 0.31292
TH 0.1121 0.1201 0.1263 0.1381 wkx

s NFFAL T ORI, WLk OB L LR B Fae.
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Fig.3 NJ tree based on the internal transcribed spacer 1 of Hyriopsis cumingii from
the Five Freshwater Lakes of China
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