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Molecular detection of Microcystis ( Cyanobacteria) from sediments by DNA amplification
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Abstract: A method for DNA extraction from sediment samples of Lake Xuanwu, Nanjing, China was developed,
and purification and efficience of extracted DNAs were evaluated through ultraviolet spectrum OD,,, /0D, ratios
and PCR amplification of 16S rDNA specific for Microcystis. The results showed that sediment samples from all sites
in the study obtained quite purified genomic DNAs with OD,¢, /0D, ratios from 1.54 to 1. 89, and Microcystis 16S
rRNA gene fragments have been detected in all sampling sites, which indicating this method can be used for molec-
ular detection of Microcystis cells in sediments.
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Tab. 1 Analysis of Microcystis DNA extracted from sediment
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0D, /0D, 1.8934 1.5423 1.6319 1.5754 1.7270 1.5476
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Fig. 1 Gel electrophoresis image of PCR results
Lanel ,10;DNA Marker;Lane2 ;sitel ;Lane3 ;site2 ; Laned4 ; site3 ; Lane5 ; site4 ; Lane6 ;

site5 ; Lane7 : site6 ; Lane8 : negative control( no template DNA) ;and Lane9 : positive control

(M. aeruginosa 7806 genomic DNA)

23 WBERERGTERNA

Rudi 2558 1 5+ X6F (28 5 168 rRNA F B 10 45 53 0 51 40 I S0 s (o 28 3 X ) 7 Bt i v 7. AR5
TR F S 5 0, o BRCBEE 16 rRNA 6 PR Ay HEAT 973 ,6 IR R RE 45 29 3178 212 bp B A BE (R 1)L 72
ARSI 3 5 Genbank i EL A5 U6 3 16S rRNA JE[H 4T H e, 5 5 (1 2) 2 W0 BT 4 18 (1) 7 ) 49 by f
16 rRNA {9 3L P A BE AL 35 100% , it AT LLGE 3 PR 1 vk 5% B 6 6 ANKE S HEATHLMG 2 k. S B
I T AR A, SRR R K A 3% A K AR TR A T 6 SR SR Y, X R R %
BT Z A 5K 2R B L TE KRR R B R 5 O R VT K b e 2 i, O 5 A B
EAF O/ I B G JFE D8 T T 6 3 T 00 A A A, TR R A oA TR D8 R T A A D 2 B 25
A5 A HL R MO BT T R B 0 26 S R AT 7 A G I R DA T A G D8 T o A TR 25 R R | 1T B
JR K A HIL B ) BF 5 4 3 5 1 KL B AN T 5 T B
B AMA BRI RAEAS A LR EE L), 2RE, 2HH, & BR, FRBERE T OH B L5



%5 00 ROR P 3 DNA #9 5 F #m 495

FhERE RRERRRRRRRERRRARARARIRARRRRRREORRERAR R RR AR R R R R R R R R R R AR R bR AR R R R R R bR R AR R kR Rk AR

EERR b Ea SR e i bt s st i d ias it itis i it iaisd iasisasitstititit]

CICCTACH [CCGCA (GCCTE CARCGCCE

s

-2
240
Il

eevreed8reons dTsevverB80eaer oo 90svnresdereore 200 crr 2 ves0renns 40

2 PG RE A S o AR P

1 JiEJ8 PCR 751 ;2 SR 2R i 2 8 (AF139314) 53 - B[RS 3 (ABO23270) 54 - L% (5 f3 2 3 (AB023277)

Fig.2 Complete alignment between PCR sequences and Genbank sequences, 1 :sediment PCR sequence;

2:M. aeruginosa( AF139314) ;3. M. wesenbergii (AB023270) ;4. M. virids ( AB023277)
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